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Precision biochemical medicine is an emerging approach for disease diagnostics, treatment and 
prevention that takes into account the individual variability in environment, lifestyle and genes, 
reflected in the phenotype. Choosing the best therapeutics for every individual or anticipate disease 
progression is often challenging with current lab tests. Therefore, most individuals receive standard-
of-care invasive surgeries and cytotoxic chemotherapy. While many responds initially to those 
procedures, most eventually recur with a treatment-resistant disease. 
Precision biochemical medicine-based mass spectrometry research seeks to better understand the 
risk factors to enable treatments tailored to prognosis. Thus, we make use of technology driven tools 
with insights from analytical chemistry, bioinformatics, biochemistry and medicine to determine 
absolute protein concentrations dynamics in complex solid and liquid tumours biopsies of bladder 
and renal cell neoplasies [1-4]. Precision biochemical medicine-based mass spectrometry is 
empowering scientists, and clinicians with more cost effective and confident results to unlock the 
answers physicians need to change the world one life at a time. 
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